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Recent Advances in Etiological Diagnosis of Infectious Pneumonia
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[Abstract] Infectious pneumonia is a leading cause of death globally. Traditional diagnostic methods are limited by their long duration and

low sensitivity. Recent advancements in molecular biology ( e.g., multiplex PCR, gene sequencing ) and artificial intelligence

have enhanced the precision and efficiency of pathogen detection. This review examines improvements in traditional methods,

the clinical value of emerging technologies, their limitations, and future directions for integrating and standardizing these

techniques.
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