The Primary Medical Forum EEE%i8tz $£8% 5 18] 2026 £

HPV E6/E7 mRNA RNEEMEFRESEEEPEEHEF
i i PR B 35

RS skEm EEE KRR TN DR
( 22 M A PR fek e

[# ZE) B BitgAaAAINLLEHRSE (HR-HPV) E6/E7 mRNA #N AT T EHEry BE 2 EEHE P WIERME, A1t
AE ARG, Tk RTHEENSERTERIET, RALH EGET mRNA BB 5 FHLE . 5 W2 b R
FTRGEREHEFNILFA KRR, 4F E6SETmRNA £ HPV BEFHWASGEY, EFEFRINGR EE bR
B R ERAE (HSIL+) BRI B4 78 (84.24%~91.7% ) Foft 7ty fE M TN 5, HEFA % (LBC/TCT)
Kl B %R TR B & T WAR B &M T HPVDNA A0, £ HPV 16/18 [P AZF, E6/E7 mRNA 4 7 (# (A i
GRS RER 34.65%, R HSIL+ KL REHA 10.34% MUT; ESCT U e A 800k 2 s (ASC-US) E#,
Howae (ROC A TEA 0.814) BT HPV DNA #3 (0.704), %54 HPV E6/E7 mRNA 43l 7 #5431 71
HPV BREMBOBEEERA, EFERTAZNNEL)EPEALTHRNME, BHEXBSAELTERY, ER/E
s AR A LA o

[ X4@iR ] 2 90% i &; HPV EO/ETmRNA; 2 Z%3; 2Kk, mAs sk L mmg

Clinical study on HPV E6/E7 mRNA detection in stratified management of abnormal cervical cancer screening patients

730000 )

Ma Juanwen Zhang Rui Wang Huiqin Zhang Xiaoyuan Wang Xiaojing Yao Mengxing
( Lanzhou Maternal and Child Health Hospital 730000 )

[Abstract] Objective To explore the clinical value of high-risk human papillomavirus ( HR-HPV ) E6/E7 mRNA detection in stratified
management of abnormal cervical cancer screening patients, and provide a basis for optimizing triage strategies. The method is
based on recent clinical studies and guidelines at home and abroad, systematically analyzing the molecular mechanisms,
diagnostic efficacy, and application effects of E6/E7 mRNA detection in different screening abnormal scenarios. As a direct
marker of HPV carcinogenic activity, E6/E7 mRNA showed high specificity ( 84.24%~91.7% ) and excellent positive predictive
value in screening high-grade squamous intraepithelial lesions and above ( HSIL+ ) . The area under the working characteristic
curve of subjects detected by combined liquid based cytology ( LBC/TCT ) was significantly better than that of HPV DNA
detection. In the HPV 16/18 positive population, E6/E7 mRNA diversion can reduce the colposcopy referral rate by 34.65%,
while controlling the HSIL+missed diagnosis rate below 10.34%; For patients with atypical squamous cell carcinoma of
unknown significance ( ASC-US ), the shunt efficiency ( area under the ROC curve 0.814 ) was significantly higher than that of
HPV DNA testing ( 0.704 ). Conclusion: HPV E6/E7 mRNA detection can accurately identify the carcinogenic activity status of
HPV infection, and has irreplaceable value in screening risk stratification of abnormal patients. It can effectively reduce
overdiagnosis and missed diagnosis, and is worthy of clinical promotion and application.
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intraepithelial lesions
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