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The regulatory role of TLR4/MyD88 signaling pathway in COPD bronchial epithelial injury
Zhang Yi

( Xianning Central Hospital, Hubei University of Science and Technology Affiliated First Hospital Xianning, Hubei 437000 )

[Abstract] Based on the pathological characteristics of COPD airway epithelial injury and inflammation amplification, the expression

changes of miR-448 in macrophage exosomes induced by CSE and its regulatory effect on TLR4/MyD88 signaling pathway

were studied.The mechanism of miR-448 downregulation leading to pathway activation and elevation of IL-6 and TNF - «

levels was elucidated, and the reversal effects of si-TLR4, si-MyD88, and miR-448 mimetic interventions on inflammatory

response and cellular functional damage were introduced. The research results indicate that extracellular vesicle miR-448 plays a

key role in bronchial epithelial injury by regulating the TLR4/MyD88 axis, providing experimental evidence for exploring

molecular target interventions.
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